Application No. 10/627,556 
Preliminary Amendment 

Amendments to the Specification: 

Please replace the paragraph beginning at page 1, line 13, with the following 
redlined paragraph: 

The Sequence Listing associated with this application is provided in text format in 
lieu of a paper copy, and is hereby incorporated by reference into the specification. The name of 
the text file containing the Sequence Listing is 910180__401C2a_SEQUENCE_LISTING.txt. 
The text file is 13044 ^93* KB, was created on February 18 April 2, 2009, and is being submitted 
electronically via EFS-Web , concurr e nt with tho filing of th e sp e cification . 

Please replace the paragraph beginning at page 79, line 2, with the following 
redlined paragraph: 

Figures 1A and IB show DNA and deduced amino acid sequences [SEQ ID 
NOs: 27 and 28 688 and 689 ] of 2H7scFv-Ig, a binding domain-immunoglobulin fusion protein 
capable of specifically binding CD20. 

Please replace the paragraph beginning at page 184, line 10, with the following 
redlined paragraph: 

The extracellular domain of human CD 154 was PCR amplified using cDNA 
generated with random primers and RNA from human T lymphocytes activated with PHA 
(phytohemagglutinin). The primer sets included two different 5' or sense primers that created 
fusion junctions at two different positions within the extracellular domain of CD 154. Two 
different fusion junctions were designed that resulted in a short or truncated form (form S4) 
including amino acids 108 (Glu)-261 (Leu)+(Glu), and a long or complete form (form L2) 
including amino acids 48 (Arg)-261 (Leu)+(Glu), of the extracellular domain of CD154, both 
constructed as BamHI-Xbal fragments. The sense primer which fuses the two different truncated 
extracellular domains to the 2H7scFv includes a BamHI site for cloning. The sense primer for 
the S4 form of the CD154 cDNA is designated SEQUENCE ID NO: 535 or CD154BAM108 and 
encodes a 34 mer with the following sequence: 5'-gtt gtc gga tec aga aaa cag ctt tga aat gca a-3', 
while the antisense primer is designated SEQ UENCE ID NO: 536 or CD154XBA and encodes a 



2 



Application No. 10/627,556 
Preliminary Amendment 



44 mer with the following sequence: 5-gtt gtt tct aga tta tea etc gag ttt gag taa gec aaa gga cg-3' 
(SEQ 1DN0:536) . 

Please replace the paragraph beginning at page 255, line 5, with the following 
red lined paragraph: 

This construct has a 2H7 (anti-CD20) single chain Fv binding region as described 
in Example 1. This binding region is attached to a wild type human IgGl connecting region 
(CCC-P) as described in Example 1. This connecting region is attached to wild type human IgGl 
CH2 and CH3 constant regions as described in Example 1. This construct has previously been 
referred to as 2H7 scFv Ig WTH (CCC) WTCH2CH3, 2H7 scFv IgG WTH WTCH2CH3, and 
2H7 scFv-Ig, which both have the same sequence as the above construct. The polynucleotide 
sequence is provided in SEQ ID NO:-32688, and the encoded polypeptide sequence is provided 
in SEQ ID NO:^S689. 
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